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1 AGCTCACAGCC 11 

1 2 ATGGTTACCTTCAGCCACGTCTCCAGTCTGAGTCACTGGTTCCTCTTGCTGCTGCTGCT6 71 

1 HVTFSHVSSLSHWFLLLLLL 20 

72 AATCTGTTCTTGCCGGTAATATTTGCTATGCCTGAATCATACTCCTTCAACTGTCCCGAT 131 

21 NLFLPVIF AMPESYSFNCPO 40 

132 GGTGAATACCAGTCTAATGATGTCTGTTGCAAGACCTGTCCCTCAGGTACATTTGTCAAG 191 

41GEYQSNDVCCKTCPSGTFVK 60 

192 GCGCCCTGCAAAATCCCCCATACTCAAGGACAATGTGAGAAGTGTCACCCAGGAACATTC 251 

61 APC KI PHTQGQCEKCHPGTF 80 

252 ACAGGGAAAGATAATGGCCTGCATGATTGTGAACTTTGCTCCACCTGTGATAAAGACCAG 311 

81TG.KDNGLHDCELCSTCDKDQ 100 

312 AATATGGTGGCTGACTGTTCTGCCACCAGTGACCGGAAATGCGAGTGCCAAATAGGTCTT 371 

101 N N V A.D C S A T S O R K C E C Q I G L 120 

372 TACTACTATGACCCAAAATTTCCGGAATCATGCCGCCCATGTACCAAGTGTCCCCAAGGA 431 

121 YYYDPKFPESCRPCTKCPQG 140 

432 ATCCCTGTCCTCCAGGAATGCAACTCCACAGCTAACACTGTGTGCAGTTCATCTGTTTCA 491 

141 IPVLQECHSTANTVC S S S V S 160 

492 AATCCCAGAAACTGGCTGTTCCTACTGATGCTAATTGTCTTCTGTATCTGA 542 

161 NPRNWLFLLHLIVFCI * 177 

543 AGAAGATAAAGGnCTACAGATGGTGTCTGTAGCTTCCTTTTATTGCTGTGAAGAGAA 600 

601 ACCATGGAGGCAACTCTTTCATTTTATTTTATTTTTTAATGTCnGMCTTGATTTGAAG 660 

661 ACCAGGCTGGACTCAAACTCACAGAGATCCGGACTAGGCACCTCTAATATAGGAAAACAT 720 

721 TGAATTGGGACTGGCTTACAGTTTCAGAAGTTCTGTCCATGATTATCATAGTGCGAAGCA 780 

781 TGGAGGCACGGAGGCACACATGGTGCTGGAGAAGAAGCTGAGAGTTCTGCATCTTGATCT 840 

841 GCAAGCAATAAAAGGAGACTGTGTGCCACACTACACATAGCTTGAACATAGGAGACCTCA 900 

901 AAGCCTGTCCCCACAGTGACAAACTTCCTCCAACAAGGTCATACCTCCTAATAATACCAT 960 

961 TTCTTATGAGGCAAGCATTCAAACACATGAGTCTATGAGGGCCAAACCAATTCAAACCAC 1020 

1021 CACAGGTTAACAATTGCCCTCTGCAGCTCTCTGGTGGAGGCCCTCCTTGAGAGTAAGTAA 1080 

1081 CAATTTAGATGAAGGCAAGTCCTGGTATCAGGTCCAAAAGAAACTCAG6ATGAATGGTCC 1140 

1141 ACTGTGGTTCCTATTAACATACTGAAGAACATGACCTCACCTTAGACTTCTCCACCTCAC 1 200 

1201 TGGCTTCCCnCCCCTAGCTTCTCAnCCCAGGTAACCCTGCCATTTTTTGGTAATGTGC 1260 

1261 CncnGGncnCCTCTCCTTTCCCCCTCTCnCTGGTCCTTATTTCTCTTCCTCTCCC 1320 

1321 ACTCTCCACCAGCCGCCTCTTAAGGCCTGAGTCAGTCT6CAGGCCATGTTTAATCTACTA 1380 

1 381 CTTTCTCTCTGCTCTGGACTCATCCAGATGTCTCTGGCTGAGCTCTCCCTCCTATCTACA 1 440 

1441 ATAAAACCTTCCCCCTAACCAGAAATGGAACAGTTTTGTCCTCACTTTGTACATCTGGTG 1500 

1501 CCTGAAACC 1509 
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7F4 ePOGEY QSNDVC GKTGPSGTFVKAPCK 

mTNFR CPGGKYVHSKNNSIC 6TKGHKGTYLVSDGP 

7F4 TCOKO — QNMVADCS ATSDRKGEC QIG 

mTNFR ICRKEMSQVEISPCQ ADKDTVGGCKENQFQ 

7F4. TANTVC 
mTNFR TQNTVC 



IPHTQGQOEKGHPGT FTGKDNGJLHDCEtGS 60 
SPGRDTVCREGEKGT FTASQNYLRQCLSCK 60 

LYYYDPKFPESCRPC TKCPQGIPVLQECNS 120 
RYLSETHFQ— GVDC SPCFNGTVTIP-CKE 120 
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